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Figure lA 

1 CCACGCGTCCGAACATGGGCTGAGAGCCCCCCCAAGAGCATCTCTAAGACCGGAGTGGGC 6 0 

6 1 AGGGACCCGGGCCTCTGAGGGGCTCAGGCTCCAGGCCGGAAACTGCACGCGGTGCTGGCG 120 

121 TCAGGCCCGAGGCCCAGCTACGCCTCCCACGGCCTCCCTAATCGCCATTCGGGGCTTGCG 180 

181 GGAGCACCTGGGAGGCTCCACCCGGAGCCAGAC ACTGCCTGCCCCCACGCCCCTCC AGGA 240 

241 CCCTCGAAGGAGAAGGAAATCGGGACTGGCCCAGCGTCCCGTGCTCTAGAAGGCGGGCTA 300 

301 CTGCCCCGTCCCAAGCAGGGGAGGAGGACGAGCGAGGGCGTCACTCATTCTGTCCCCCGC 360 

361 GGAAGGATGAGGAAGCTCTGTTTACCTAAATGAAAAGCTTTCTAGGAGGAAGTCCTAAGT 420 

421 GAACAATGATGCATGAGGATGCAATCTTACAGACACAGGGGTCTCCCTATGTTGTTCAAG 480 

481 CTGGTCTCGAACTCCTGGCCTCAAGTGATCCTCCTGCCTCGACCTCTCAAAGCTCTGGTA 540 

541 TTATAGGCAAGGAGCCCAGTGATAACAAATGGCTGTAGATGCTTTTCCTCCATCAAGCTT 600 

601 CCAGGAGGAGATGAGATGGAGCCCATCGCTGAGCCAAGAATTCTAATTTCATCCCTTTGG 660 

661 TCTTTGTTCATGCTGTGTTCTGCCTGGAATATTCTCC ATCTTCTTTGCCTGGAAAAGTAT 720 

721 TACTTACTGAAACCTTGAAGCCACTACCTTCTCTAAACATTGACAATGCATAACCATTTG 780 

781 CCGAGCGTTCTTCCCCGGACTGCATCCGTTTAGTCTACTGAGAGGCAGCTCAGCGTTCCC 840 

841 AAGGAGACAGATGTCTAGCTTTGCTCTTTCTGTCTGTGTGATGCTGGAGAATCGATATGC 900 

901 CCCTGGGCCTCCATCTCCATCTGTAAAACAAGGGCATCAGATACCCCACCTGGTGGCCCG 960 

961 TCCTCACTTGGGAACCAGTCAACATGCCTTCTGGAAGTCTCTCTTGTCACTCC AAGAAAA 1020 

1021 GATCCCC AGGAAACCTACAGGGACTATGTCCGC AGGAAATTCCGGCTCATGGAAGACCGC 1080 

1081 AATGCGCGCCTAGGGGAATGTGTCAACCTCAGCCACCGGTACACCCGGCTCCTGCTGGTG 1140 

1141 AAGGAGCACTCAAACCCCATGCAGGTCCAGCAGCAGCTTCTGGACACAGGCCGGGGACAC 1200 
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Figure IB 

1201 GCGAGGACCGTGGGAC ACCAGGCTAGCCCCATCAAGATAGAGACCCTCTTTGAGCCAGAC 1260 



1261 GAGGAGCGCCCCGAGCCACCGCGCACCGTGGTC ATGCAAGGCGCGGCAGGGAT AGGGAGA 1320 
1 Ml 



1321 tgaacc agagtgccacggaatgcagcatgcaagacctcatcttcagctgctggcctgagc 1380 
2 nqsatecsmqd|ifscwpep 21 



1381 ccagcgcgcctctccaggagctcatccgagttcccgagcgcctccttttcatcatcgacg 1 44 0 

22 SAPLQELIRVPERL| fIIDG 41 



1441 gcttcgatgagctcaagccttctttccacgatcctcagggaccctggtgcctctgctggg 1500 

42 FDELKPSFHDPQGPWCLCWE 61 



1501 aggagaaacggcccacggagctgcttcttaacagcttaattcggaagaagctgctccctg 1560 

62 EKRPTEL||NS|lRKKLfPE 81 



1561 agctatctttgctcatcaccacacggcccacggctttggagaagctccaccgtctgctgg 1620 

82 LSL|lTTRPTAI*EKLHRLfE 101 



1621 AGCACCCCAGGCATGTGGAGATCCTGGGCTTCTCTGAGGC AGAAAGGAAGGAATACTTCT 1680 
102 HPRHVEILGFSEAERKEYFY 121 



1681 ACAAGTATTTCCAC AATGCAGAGC AGGCGGGCC AAGTCTTCAATTACGTGAGGGACAACG 1740 

122 KYFHNAEQAGQVFNYVRDNE 141 

1741 AGCCTCTCTTCACCATGTGCTTCGTCCCCCTGGTGTGCTGGGTGGTGTGTACCTGCCTCC 1800 

142 P L FTMCFVPLVCWVVCTC I. Q 161 



1801 AGCAGCAGCTGGAGGGTGGGGGGCTGTTGAGAC AGACGTCCAGGACCACCACTGCAGTGT 1860 

162 QQLEGGGLLRQTSRTTTAVY 181 

1861 ACATGCTCTACCTGCTGAGTCTGATGCAACCCAAGCCGGGGGCCCCGCGCCTCCAGCCCC 1920 

182 MLYLLSLMQPKPGAPRLQPP 201 



1921 CACCCAACCAGAGAGGGTTGTGCTCCTTGGCGGCAGATGGGCTCTGGAATCAGAAAATCC 1980 

202 PNQRG|cSI.AADGLWNQKIL 221 

1981 TATTTGAGGAGCAGGACCTCCGGAAGCACGGCCTAGACGGGGAAGACGTCTCTGCCTTCC 2040 

222 FEEQDLRKHGBdGEDVSAFL 241 



2041 TC AACATGAACATCTTCC AGAAGGAC ATCAACTGTGAGAGGAGCTTCCTGGCACTCACCA 
242 NMNIFQKDINCERSFLALTS 



2100 
261 
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Figure IC 

2101 GCCGCTTCCTGTTTGGACTCCTGAACGAGGAGACCAGGAGCCACCTGGAGAAGAGTCTCT 2160 

262 RFgFGggNEETRSHLEKSLC 281 

2161 GCTGGAAGGTCTCGCCGCACATCAAGATGGACCTGTTGCAGTGGATCCAAAGCAAAGCTC 2220 

282 WKVSPHIKMD|lQWIQSKAQ 301 

2221 AGAGCGACGGCTCCACCCTGCAGCAGGGCTCCTTGGAGTTCTTCAGCTGCTTGTACGAGA 2280 

302 SDGSTLQQGSLEFFSgLYEI 321 

2281 TCCAGGAGGAGGAGTTTATCCAGCAGGCCCTGAGCCACTTCCAGGTGATCGTGGTCAGCA 2340 

322 QEEEFIQQALSHFQVIVVSN 341 

2341 ACATTGCCTCCAAGATGGAGCACATGGTCTCCTCGTTCTGTCTGAAGCGCTGCAGGAGCG 2400 

342 IASKMEHMVSSFCLKRCRSA 361 

...... 

O 2401 CCCAGGTGCTGC ACTTGTATGGCGCC ACCTACAGCGCGGACGGGGAAGACCGCGCGAGGT 2460 

362 Qv|H|yGATYSADGEDRARC 381 

2461 GCTCCGCAGGAGCGCACACGCTGTTGGTGCAGCTACCAGAGAGGACCGTTCTGCTGGACG 252 0 

382 SAGAHTLLVQLPERTVLLDA 401 

2521 CCTACAGTGAACATCTGGCAGCGGCCCTGTGCACCAATCCAAACCTGATAGAGCTGTCTC 2580 

402 YSEH|AAA|CTNPNLIE|si ^21 

2581 TGTACCGAAATGCCCTGGGCAGCCGGGGGGTGAAGCTGCTCTGTCAAGGACTC AGAC ACC 2640 

422 YRNALGSRGVKLLCQG§RHP 441 

2641 CCAACTGCAAACTTCAGAACCTGAGGTAAAATTTATCATATATAACATGATATTTTGAAA 2700 

442 N£K|qn|r* 449 

2701 TAAATATATTGGCCAGGTATGATGGCTCACGCCTGTAATTCCAGCACTTTGGGAGGCCCA 2760 



2761 GATGGGGAGGATC ACTTGACCC AGGAGTTCAAGACC AGCCTGGCC AACATGGTGAAACCC 282 0 

2821 CATCTCTACTAAAAATACCAAAATGAGCCAGGCATGGTGGCACACGTCTGTAAGCCCAGC 2880 

2881 TACTCAGGAGGCCAAGGCAGGAGGATTGCTTCAACCCAGGAGGCAGAGGTTGTGGCTGAA 2940 

2941 GAGGTGCCGCATCTCC AGCTC AGCCTGCGAGGACCTCTCTGCAGCTCTCATAGCCAATAA 3000 

3001 GAATTTGACAAGGATGGATCTCAGTGGCAACGGCGTTGGATTCCCAGGCATGATGCTGCT 3060 

3061 TTGCGAGGGCCTGCGGCATCCCCAATGCAGGCTGCAGATGATTCAGTTGAGGAAGTGTCA 3120 
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Figure ID 

3121 GCTGGAGTCCGGGGCTTGTC AGGAGATGGCTTCTGTGCTTGGC ACC AACCCAC ATCTGGT 3180 

3181 TGAGTTGGACCTGACAGGAAATGCACTGGAGGATTTGGGCCTGAGGTTACTATGCCAGGG 3240 

3241 ACTGAGGCACCCAGTCTGCAGACTACGGACTTTGTGGCTGAAGATCTGCCGCCTCACTGC 3300 

3301 TGCTGCCTGTGACGAGCTGGCCTCAACTCTCAGTGTGAACC AGAGCCTGAGAGAGCTGGA 3360 

3361 CCTGAGCCTGAATGAGCTGGGGGACCTCGGGGTGCTGCTGCTGTGTGAGGGCCTCAGGCA 3420 

3421 TCCCACGTGCAAGCTCC AGACCCTGCGGTGAGTCCCGTTTTGCTCACCACGCTAGGAGTC 3480 

3481 CCAATCCATGAACGCAGCCCTCTCACCTGGGACCACGGAGGCCAGGTTGTCTCTGCTCCT 3540 

3541 AAACTCTAGCTACTACATCAGCCCTTTTTTTTTTTTTTTTGAGACTCCCAAGTAGCTGAG 3600 

3601 ATTACAGGCGCCCGCCACCAAGCCCAGCTAATTTTTTGTATTTTTAGT AGAGACAGGGTT 3 660 

3661 TCATC ATGTTAGC AGGATGGTCTCGATCTACTGACCTC ATGATCTGCCTGCCTTGGCCTC 3720 

3721 CCAAAGTGCTGGGATTACAGGCTTGAGCCACTGCACCCAGCCTACATCAGCCTTTTTAAA 3780 

3781 AGGATTTTTCTGGCCGGGCATGGTGGCTGACACCTTAATTCCAGC ACTTTTGGGAGGCCG 3840 

3841 AGGTGGGAGGATCACCTGAGGTGGGGAATTCGAGACCAGCCTGACCAACATGTAGAAACA 3900 

3901 CCCCATCTGTACTAAAAATACAAAAGTAGCCAGGCATGGTGGTGCATGCCTATAATGCCA 3960 

3961 GCTACTCGCGAGGCTGAGGC AGGAGAATCCGTTGAACCCGGGAGGTGGAAGTTGCTGTGA 4020 

4021 GCTGAGATGGAGCCATTGCACTCCAGTCTGGGCAACAAGAGCGAAACTCCGTCTCAAAAA 4080 

4081 AAAAAAAGGGGGGGGTTTTCTGACGC ACGGCCCTTTGCACAAGCAATTCTTATTCCCTGG 4140 

4141 CATGCCTTCTGCTCTCTGTCCCCTCTTTGCCTGGAGAAGTTCAATTTTTCTTCTGAACAC 4200 

4201 TCTTTACTTTGTATTTTGAGACAGGGTCTTGCTCTGTCACCAGTGCTGGAGTGGAGTGGT 4260 

4261 GTGATCATAGCCCGACATCCTGGGCTGAAGCCATCCTCCCAACTCAGCCTCCTGAGTAGC 4320 



D0067 NP 



Figure IE 

4321 TGGGACTGC AAGCGC ATGCC ACCACAGATGGCT AATTTTTACTTTTTTTTTGAGATTTTG 4380 

4381 CCACTGCACTCCAGCCTGGATGACAGAGCGAGATTCCATCTCAAAAAAAAAAAAGAAAAA 4440 

4441 TTTGT AATTTGTGTATATGTGTGTGTGGTGGCATTCCACAAGC ATAGGAGCTATGCC AAC 4500 

4501 TGTATCTCCTAGTGACTAGTATAAGACGTGGGTAGAAGTGCTCAAAAAACACACTTTGTG 4560 

4561 TATTTTTTTTATCAAGGCACC AGC AAAAAACAAAAAACAAAAAATCACAC ACGCGGCTGG 4620 

4621 GCGCGGTGGCTC ATGCCTGTAAACCC AGCACTTTGGGAGGCTGAGGCGGGTGGATCACGA 4680 

4681 GGTCAAGAGATGGAGACCATCCTGGCCAACTGGTGAAACCCCGTCTCTACTAAAAATACA 4740 

if'; 

4741 AAAATTAGCTGGGCGTGGTGGTGTGCACCTGTAGTCACAGCTACTCAGGAGGCTGAGGCA 4800 

fjj 

Co 4801 GAAGAATCACTTGAACCCAGGAGGCGGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCAC 4860 



4^ 



G 



4861 TCCAGCCTGGGCGACAGAGTGGGACTCCATCTCAAAAAAAAAAAAAAAAAAT^AAAAAAAA 4920 



Ir^ 4921 AAAAAAAAAAA 4931 
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Figure 2A 
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Figure 2B 
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Figrure 2C 



m 



ni 

Tar 
•jsr 



1201 1250 

HNTTBMYl (728) 

caspase_recruitment_protein (113 3 ) DQFLGEINPQHSWMVAGPLLDIKAEPGAVEAVHLPHFVALQGGHVDTSLF 

cryopyrin (1035) 

NODI (954) 

1251 1300 

HNTTBMYl (728) 

caspase_recruitment_protein (1183 ) QVAHFKEEGMLLEKPARVELHHIVLENPSFSPLGVLLKMIHNALRFIPVT 

cryopyrin (1035) 
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1451 1497 

HNTTBMYl (728) 

caspase_recruitment_pro tein (1383) RKLFSLSQSWDRKCKDGLYQALKETHPHLIMELWEKGSKKGLLPLSS 

cryopyrin (1035) 

NODI (954) 
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Figure 3 
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Figure 5. 



Protein 


Genbank 
ID 


Percent Identity 


Percent 
Similarity 


human caspase recruitment 
protein 7 


gill0198209 


35% 


48% 


human NOD caspase recruitment 
protein 4 


gil5 174617 


25% 


38% 


human cryopyrin protein 


gill 7027237 


51,7% 


64.0% 



